Supplementary Table 1 . A comparison of lncRNA records stored in PlncDB and CANTATAdb on the transcript level. In order to perform the comparison, lncRNA records from both resources were converted to BED format.
Then, BEDTools intersect (Quinlan and Hall, 2010) was used to identify overlapping records, requiring that the overlap spans at least 90% of one of the features. Using these criteria, 2,534 of 4,761 records for A. thaliana available at CANTATAdb were common with PlncDB. *The number of records found in CANTATAdb (349) 
